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Abstract: Two bolete strains were obtained from fruiting bodies by tissue isolation and culture methods . Conditions for iso- 
lation and cultivation of the two strains were studied . Molecular identification was carried out based on sequence analysis of 
the internal transcribed spacers (ITS1-5.8S-ITS2) of the strains . Neighbour-joining analysis showed that the two isolates 
belong to the Boletus edulis complex and have a close phylogenetic relationship to B. aestivalis . 
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Fig.1  Neighbour-joining tree based on the ITS1-5.8s-ITS2 
sequences from two strains of the B. edulis 
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